[4-9 A&7 5V 2]

BRCA fmHI/N\UT U R T HFEREICBVCAERFEREIEREINGN ?

caQ
-FiiREEIERE ) AERGFN+ 23 ERET
P |-BRCA1/24SEfERARAI/ N T b 1
BMHEMILE mEFILENBEHRE
C [0}
aR—MRE 13 19649554(Garcia—Etienne,2009),
31912664(31912664),
20033769(Kirova,2010),
— o 31897332(Yoon,2019),
) . —
BRTYA> XHR 3—F  130895535(Ca0,2019),
11013276,(Pierce,2000) 14761918(El-
Tamer,2004), 14680495(Robson,2003),
16636335(Pierce,2006),
EFI SR LNBRETIV %k Inverse-variance method
FhR R WAL HEE 1.589 ( 1.247 - 2024 ) P= <0.001
Risk Ratio %
#zea— K (95% Cl) Weight
1.96e+07 —_ 450 (1.32, 15.35) 3.60
3.19e+07 _—'—;_ 1.29 (0.51, 3.22) 6.09
2.00e+07 + 1.71 (1.10, 2.65) 18.79
3.19e+07 _-0_ 1.16 (0.50, 2.69) 7.01
3.09e+07 —f—‘— 1.99 (0.72, 5.48) 5.10
1.10e+07 —_— 1.13 (0.31, 4.13) 3.24
1.48e+07 —j_'— 3.22 (1.15, 9.01) 4.98
1.47e+07 —_— 1.57 (0.73, 3.36) 8.35
1.66e+07 e 1.51 (0.89, 2.56) 14.67
1.51e+07 —_— 1.27 (0.48, 3.42) 5.36
1.46e+07 ——— ‘ 0.66 (0.30, 1.46) 7.82
1.20e+07 i—‘— 2.39 (1.36, 4.17) 13.54
Forest plot 9586873 ; 0.46 (0.06, 3.34) 1.46
Overall (I-squared = 16.4%) 0 1.59 (1.25, 2.02) 100.00
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aAVE: SEOAFTFI)UATIEBRCAI/2BEFEEBHEFIZSVL T, BREMIEEELL
BLCAERENZORRIENEREARICTEN o= (RR 1.589, 95% CI 1.247-
2.024), HH12=16.4%THY . HHFHEEHITIENEEZ SN S, Ffzgermline mutationT
[FLKT a2 F—2F%AE Y NZEIT Bfounder mutation| ZBIL T, [EBRIAMSHHL
T-DNAZRHTL1=3/3C(14761918, 14680495, 9586873)E =d>, 1=, BIZHARAIZ1T4H >
FREICENT, BIEMBTERBETILRI11.491(0.932-2.385) LA BE TR HLEA D
f=h¥ TEL L OB TIL RVH1.505(1.184-1.913) 10FE LI L DM TIXUR I
1.601(1.201-2.132) &R HF I ENBREFARECEMLT -,
Funnel plot with pseudo 95% confidence limits
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Effect size (interval scale)
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